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Detailed protocol 


Hi Alberto, 


the species tree file (rooted in 3 different places --- the "root region") is available in the FigShare repository for the paper here: 
https://doi.org/10.6084/m9.figshare.12651074.v12 


However, the tips correspond to some short codes we used during the analyses. A "conversion table" with metadata for each short code is also in the FigShare 
repository, but to save any trouble, | have relabelled the "root 528" tree with the full taxonomy string (See the attached ZIP archive, which contains the original 
tree, metadata file, relabelled species tree and code for relabelling). The root position is unlikely to be critical for preparing a figure showing the distribution of a 
protein family, but you could reroot on the other adjacent branches of the root region if you wish. 

The relabelling script is very straightforward, so if you want to use only the species name (or similiar), the code can be easily modified to do so. 


All the best, 


Tom 


Related files 


ff labelled_tree.zip © 
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